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Supplementary file 2:fMRI data acquisition and preprocessing

Acquisition
A 3T MRI scanner (Intera Achieva, Philips Medical Systems, Philips Healthcare P.O., Best, The Netherlands) with a 12-channel head coil was used to acquire the three-dimensional (3D) T1 anatomical data and fMRI data. The fMRI data were acquired using a "principles of echo with train of observations" (PRESTO) sequence with the following parameters:
repetition time = 1000ms, interslice time = 22ms, flip angle = 9, matrix size = 64 x 64, field of view = 206 x 206 x 153 mm, slice thickness = 3.4 mm, number of slices = 45, number of volumes = 1215, duration = 20 min. A 3D T1-weighted dataset encompassing the whole brain was used to obtain detailed anatomic data (voxels: 1 mm 3 ), using the following parameters:
repetition time = 7ms; flip angle = 9; matrix size = 64 x 64; field of view = 256 x 256 x 160 mm; slice thickness = 1 mm; number of slices = 176.
Preprocessing
MRI data were analyzed using BrainVoyager QX software (Version 2.8, Brain
Innovation, Maastricht, The Netherlands). The pre-processing of the functional data consisted of time-domain high-pass filtering (i.e. the removal of frequencies below three cycles/run) and 3D motion correction for head movements using a rigid body algorithm. Coregistrations between functional runs and 3D-T1 weighted scans of each patient were performed automatically using gradient-driven affine transformations with 9 alignment parameters (3 translations, 3 rotations and 3 scales), and then manually corrected (if needed). To allow group analyses, all anatomical and functional volumes were spatially normalized in Talairach space 1 . fMRI scans were smoothed in the spatial domain with a 6mm Gaussian filter.
Functional data were analyzed using a general linear model (GLM) with predictors based on specific experimental conditions (ST, UT, SNT, UNT and OT). Beta weights were used to measure the predictors' potential contributions to each voxel time course. 
Supplementary file 4: Whole-brain RFX GLM analyses
For each model, the brain activation associated with each condition was explored at the whole-brain level by using the following contrasts: (i) [ST+SNT] , which refers to all the "seen" trials and reflects conscious vision; (ii) [UT+UNT] , which refers to all the "unseen" trials and reflects unconscious vision; and (iii) [ST-UT], which probes brain activation associated with conscious access to visual inputs.
The whole-brain activation patterns detected by the three RFX analyses (one for each group) are shown in Figure A and Table A In all 3 groups, the "seen" and "unseen" trials were associated with marked activation of the left motor cortex, bilateral premotor cortices, right insula, and right (pre)frontal, temporal and inferior parietal cortices. In contrast, the right precuneus cortex and left occipital cortex were not involved in PD-VH patients. The PD patients as a whole differed from the HCs in several specific respects; the patients activated the left insula and displayed less deactivation in other areas.
Furthermore, differences in the activation related to conscious access to visual inputs [ST-UT] were observed in each of the three groups. This suggested that the presentation of a stimulus (whether seen or not) induced similar processing steps, whereas conscious access to visual inputs involved the specific activation of a neural network.
Region of interest analyses
To directly probe susceptibility to hallucinations in Parkinson's disease, we directly compared the PD-VH and PD-nonVH groups in terms of regions of interest (ROIs 
